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Asn Lys His Ser Arg Ala Cys Gin Gin Phe Leu Lys Gin Cys Gin Leu 
100 105 110 

Arg Ser Phe Ala Leu Pro Leu 
115 



«e210> B5 

<211> 1176 

<212> DNA 

<213> Homo sapiens 

<400> 85 

aacctttttt caaacaagca ttttgrtgag gttgaagaac cgccggcaat taaaagaata 60 
gagctaatta tggctttcat cattcattcei tgtatttafct gagcocctac ttattatggt 120 
gctcaacact tgfctactgca agctacctta atttcccaag agtggtgcct tactctgttt 180 
tttctgatat ggtcttccaa tcagtgtgtg caacatacct gttgtttatc agccattgta 240 
ggtggctgtg tcfcgttgcat catcataaga agtttaagct fctgfcgctcfcg ataaattgtg 300 
ttctgttaaa gaggttagta ggatgaaaac agcaaaacaa fcaattttttc aacaaattgt 360 
aaatcataag aaaaagagct ggtttgtgta caacaatttt aatgattccc ttgttcattt 420 
ttgctgtgaa atgcactgaa aaaaatcctc aaaatgagtt atagttcctg tgttgggaaa 480 
attgacaaac aataaaacta gagaacaaac aataatgctt ctgttetcttt tacgaatgga 540 
gagagaaagt ttatattcag tagagttatt gccctgttca tttgagaggg gcatggattt 600 
tctgtttaag tccttcagga atcttcagct aggtggtaaa tttaataaga gtttctaaaa 660 
attgaaar.gr ttaactttta aatatcccgg agaragaaga agaacacaaa atgaaaccag 720 
gctgatctgc atgcagtggc atttacaact aactgatcac aaccaattat agattcctta 780 
ttttgtttat tgtgaggcag agtctgactc tgtcacccog gatggagtac agtgcatagc 840 
tcactgcagt cttgacctcc caggctaaac caa teat tec acttcaccct cccaagtagc 900 

tgagaccaca ggcacacaac accacaacca gctgattgtt gtactcr^ -j 

— ---g a ctggtcttga attcctgagc tcaagcagtc ctcccacctc 1020 

agcctcccaa agtactggga ttacaggcgr, gaggtacctc gccc__ 

..*-.ntc ccactgctta acttgattag cctttaaaaa agaaataaat 1140 

aaaaattttt aaaaaaaaaa aaaaaaaaaa aaaaaa 1176 

<210> 86 

<211> 78 

<212> PRT 

<213> Homo sapiens 

<400> 86 

Met Tyr Leu Leu Ser Thr Tyr Leu Leu Trp Cys Ser Thr Leu val Thr 
15 10 15 

Ala Sex Tyr Leu Asn Phe Pro Arg Val Val Pro Tyr Ser Val Phe Ser 
20 25 30 

Asp Met Val Phe Gin Ser Val Cys Val Thr Tyr Leu Leu Phe He Ser 
35 40 45 

His Cys Arg Trp Leu Cys Leu Leu His His His Lys Lys Phe Lys Leu 
50 55 60 

Cys Ala Leu He Asn Cys Val Leu Leu Lys Arg Leu Val Gly 
65 70 75 



<210> 87 

<211> 1476 

<212^ DNA 

<213> Homo sapiens 



56 



WO 00/55375 



PCI7US00/07285 



<400> 87 

gaggctgcag aggtgccatg gctgagtcac acctgctgca gtggctgctg ctgctgctgc 60 
ccacgctctg tggcccaggc actgctgcct ggaccacctc atccttggcc tgtgcccagg 120 
gccctgagtt ctggtgccaa agcctggagc aagcattgca gtgcagagcc ctagggcatt 180 
gcctacagga agtctgggga catgtgggag ccgatgacct atgccaagag tgtgaggaca 240 
tcgtccacat ccttaacaag atggccaagg aggccatttt ccaggatctc tec gage age 300 
aattccccat tcctc tcccc tatfcgctggc etctgeaggg ctctgatcaa gcggatccaa 360 
gecatgatte ccaagggtgc gctagctgtg gcagtggccc aggtgtgccg cgtggtacct 420 
ctggtggcgg gcggcatctg ccagtgcctg getgageget actccgtcat cctgctcgac 480 
aegctgetgg gccgcatgct gccccagctg gtctgccgcc tcgtcctccg gtgctccatg 540 
gatgacagcg ctggcccaag agaatggctg ccgcgagact ctgagtgcca cctctgcatg 600 
tccgtgacca cccaggccgg gaacagcagc gagcaggeca taccacaggc aatgctccag 660 
gcctgtgttg gctcctggct ggacagggaa aagtgcaagc aatttgtgga gcagcacacg 720 
ccccagccgc tgaccctggt gcccaggggc tgggatgece acaccacctg ccaggccctc 780 
ggggtgtgtg ggaccatgtc cagccctctc cagtgtatcc acagccccga cctttgatga 840 
gaactcagct gtccagaaaa agacaccgtc cttraaagtg ctgcagtatg gecagaegtg 900 
gtggctcaca cctgcaatcc cagcacctta ggaggecgag gcaggaggat ccttgaggtc 960 
aggagrccga gaccagcctc gecaacatgg tgaaacccca tttcfcactaa aaatacaaaa 1020 
aattagccaa gtgtggtggc atatgectgt aatcccaact actcagaagg ccgaggcagg 1080 
agaattactt gaacgcagga gaatcactgc ageccaggag gcagaggttg cagtgagccg 1140 
agattgeace actgcactcc agcctgggtg acagagcaag actccatctc agtaaataaa 1200 
taaataaata aaaagcgctg cagfcagctgt ggcctcaccc tgaagtcagc gggcccaggc 1260 
ctaccccact ctcccccttg gcagagaagc agaegtccat agctcctctc cctcacaagc 1320 
gctcccagcc tgccctccag ctgctgctct ccccccccag tctctactca ctgggatgag 1380 
gttaggtcat gaggacacca aaaacctaaa aataaacaaa aagecaaaca agecttaget 1440 
tttcttaaag acaaaaaaaa aaaaaaaaaa aaaaaa 1476 

<210> 88 
<211> 145 
<212> PKT 

<213> Homo sapiens 
<400> 88 

Met Ala Glu Ser His Leu Leu Gin Trp Leu Leu Leu Leu Leu Pro Thr 
1 5 10 15 

Leu Cys Gly Pro Gly Thr Ala Ala Trp Thr Thr Ser Ser Leu Ala Cys 
20 25 30 

Ala Gin Gly Pro Glu Phe Trp Cys Gin Ser Leu Glu Gin Ala Leu Gin 
35 40 45 

Cya Arg Ala Leu Gly His Cys Leu Gin Glu Val Trp Gly His Val Gly 
50 55 60 

Ala Asp Asp Leu Cys Gin Glu Cys Glu Asp lie Val His lie Leu Asn 
65 70 75 80 

Lys Met Ala Lys Glu Ala lie Phe Gin Asp Leu Ser Glu Gin Gin Phe 
85 90 95 

Pro He Pro Leu Pro Tyr Cys Trp Pro Leu Gin Gly Ser Asp Gin Ala 
100 105 no 

Asp Pro Ser His Asp Ser Gin Gly Cys Ala Ser Cys Gly Ser Gly Pro 
115 120 125 

Gly Val Pro Arg Gly Thr Ser Gly Gly Gly Arg His Leu Pro Val Pro 
130 135 140 



57 



WO 00/55375 



PCT/USOO/07285 



Gly 
145 



<210> 89 

<2ll> 2243 

<212> DMA 

<213> Homo sapiens 

<400> 89 

agtactttgt aatcaagtga aaacataact ttatttttca actccatcac accccaccct 60 
gtcatgtact aaaattattt ctgtattgct tttataaaaa acagtggcat ttagcactgg 120 
cattgagact atagcacatc atttttgcca ttttcagtgc ttatattgtt aggtagaggc 180 
tggcacttta ttagaatgca agccacaaaa atatcaattt tgtttttttt gttagggtgg 240 
gtcttctttt tttctttccc tctctctttt tttaacaaat gccttcttat agaaaaactt 300 
tctaagaggc aacaatttag aatggatatt ttgacgaatc ggcatgagtg taacagtgat 360 
aacctgatct gtttgtttta aagattatta ccaagtgaaa aattcagaat gaatagaatt 420 
tacactaaca tgctatataa aatgttaaag tctgatgcfcg tgaaagcaat ctagtgctat 480 
atttctacct cctcatttgt cttaattatt tggtaagtgg gattatgatg agtaactgga 540 
ggggcttaga aacaaaaact ggatgaaaga gtatgcatga agaaaagcct ctttgacaaa 600 
tgtggagttc ttcattataa atatatattc atgaattcac agataagtac ttaaagaaca 660 
gacagtttac ttggcctaaa aatattttga tgtttactca aaaagtaccc cctcaggtct 720 
tgagaacatg gaaaagaatt gagtgctttt aaatactttt tagaaagtaa tcataaaagt 780 

aaattoaatt- tr»A*rrh»h *-<-rm<~4-t-<-«-^ . . 

~ — ^ J ^ --^-J"^**"- ^ Ltxuytdcgcg t)4U 

tataagggta tacacataca tatatggcat ataacaagtg tacacatata cacacaacaa 900 
gtgtagaagt atatattaca tacatacact cactctgtct ggtataggct aattttgaag 960 
aactcccata agtttctgct gcctctccca taactgctgc caccaccatc agaattcata 1020 
atcaoaccta acctttttgt ttggggcacc aaatctgaag acaaaattaa tttgcaccag 1080 
taaacttcaa gctgctttct tfccbtgaaaa ctaaacgttt aacgtataat gtctgtttgg 1140 
atactgttcc aaattgttga ttgcatgtgg ttaatgttgc attagagcac tctgcaattg 1200 
cataattcat taatgttttg tgagcttgca tttgtgagtt attggatgat cagactgaat 1260 
tttgtcaagt atcacattgt acatcttgcc tagatgtcga tgactgcaag taataataca 1320 
gtttataatg aaactatcta caattcttgt tttagcacat ctgttatccg taaaacacct 1380 
gtaactagct tttttaattt attatttgaa ttfctaggata gcgaatcact aatttttagt 1440 
tgctgaggtt ggcattttag tgattattaa gcacttctgt cagtctttga aaaaagaacg 1500 
tattttttgt gctttgaaga tctctgaaga atttctttta taatagaatg ggcatgtatt 1560 
gtaacagttt tatgtcaaat gatctgtgct gtagaaaaac attaaccctt gttcaaaaaa 1620 
gaaatggata aacttggcct ttctaagtgg taagaatgac ctgtcactat aatatactgt 1680 
atgtttacat tfctatttaaa ttttatctct tatgtatagg gtgataacct tccccagaaa 1740 
caacagtgat tgcgattgct CCctagaaac ttctttaaag tgccacattt ggcagtacaa 1800 
atgagtctga gtgtaatagc ccagagattt atatatagtt gaatgtctaa aatggtaaaa 1860 
tgtgccactg tgtcaagtta cagtggctta tgttttfccat agtaattcaa atgaacttcc 1920 
tatttttgat agtaaatgtc atttaatagt atacttgcca tttgagcctc actgcaaaat 1980 
tagtgcagag gagaaaacaa tttttaatgt aatcttgatt ttacctcata tactgtacat 2040 
tccaaaaact ctaaactttt taaagattat agatacacta ccaaacatat caccttaaaa 2100 
ttgtataagg ctgaatgaac ttcatacaaa tgaaaaaaae ctcataaaaa tacataaact 2160 
atgtagcaaa agtatctgta aaatccatgg aaaataaaag ttgtatcatt ctttttgaaa 2220 
aaaaaaaaaa aaaaaaaaaa aaa 2243 

<210> 90 

<211> 61 

<212> PRT 

<213> Homo sapiens 

<400> 90 

Met Gin Ala Thr Lys He Ser He Leu Phe Phe Leu Leu Gly Trp Val 
1 5 10 15 

Phe Phe Phe Ser Phe Pro Leu Ser Phe Phe Asn Lys Cys Leu Leu lie 
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What is claimed is: 

1 . An isolated polynucleotide comprising a nucleotide sequence selected from 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO: 1 ; 

(b) the nucleotide sequence of SEQ ID NO:l from nucleotide 27 to 
nucleotide 260; 

(c) the nucleotide sequence of SEQ ID NO:l from nucleotide 72 to 
nucleotide 260; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vc62__l deposited with the ATCC under accession number 207114; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vc62_l deposited with the ATCC under accession 
number 207114; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vc62_l deposited with the ATCC under accession number 2071 14; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vc62_l deposited with the ATCC under accession number 
207114; 

(h) a nucleotide sequence encoding a protein comprising the amino acid 
sequence of SEQ ID NO:2; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:2, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:2; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g), and 
that has a length that is at least 25% of the length of SEQ ID NO: 1 . 
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2. The polynucleotide of claim 1 wherein said polynucleotide is operably 
linked to at least one expression control sequence. 

3. A host cell transformed with the polynucleotide of claim 2. 

4. The host cell of claim 3, wherein said cell is a mammalian cell. 

5. A process for producing a protein encoded by the polynucleotide of claim 
2, which process comprises: 

(a) growing a culture of a host cell in a suitable culture medium, 
wherein the host cell has been transformed with the polynucleotide of claim 2; and 

(b) purifying said protein from the culture. 

6. A protein produced according to the process of claim 5. 

7. An isolated polynucleotide encoding the protein of claim 6. 

8. The polynucleotide of claim 7, wherein the polynucleotide comprises the 
cDNA insert of clone vc62_l deposited with the ATCC under accession number 207 1 14. 

9. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:2; 

(b) a fragment of the amino acid sequence of SEQ ID NO:2, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:2; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vc62_l deposited with the ATCC under accession number 2071 14; 

the protein being substantially free from other mammalian proteins. 

10. The protein of claim 9, wherein said protein comprises the amino acid 
sequence of SEQ ID NO:2. 
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11. A composition comprising the protein of claim 9 and a pharmaceutically 
acceptable carrier. 

1 2. An isolated polynucleotide comprising a nucleotide sequence selected from 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:3 ; 

(b) the nucleotide sequence of SEQ ID NO:3 from nucleotide 6 to 
nucleotide 1325; 

(c) the nucleotide sequence of SEQ ID NO:3 from nucleotide 99 to 
nucleotide 1325; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vpl0_l deposited with the ATCC under accession number 2071 14; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vpl0_l deposited with the ATCC under accession 
number 2071 14; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vpl0_l deposited with the ATCC under accession number 207 1 14; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vpl0_l deposited with the ATCC under accession number 
207114; 

(h) a nucleotide sequence encoding a protein comprising the amino acid 
sequence of SEQ ID NO:4; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:4, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:4; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g), and 
that has a length that is at least 25% of the length of SEQ ID NO:3. 
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13. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:4; 

(b) a fragment of the amino acid sequence of SEQ ID NO:4, the 
fragment comprising eight contiguous amino acids of SEQ ID NO;4; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vp 1(M deposited with the ATCC under accession number 207 1 14; 

the protein being substantially free from other mammalian proteins. 

14. An isolated polynucleotide comprising a nucleotide sequence selected from 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:5 ; 

(b) the nucleotide sequence of SEQ ID NO:5 from nucleotide 149 to 
nucleotide 322; 

(c) the nucleotide sequence of SEQ ID NO:5 from nucleotide 200 to 
nucleotide 322; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vpl 1_1 deposited with the ATCC under accession number 2071 14; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vpll_l deposited with the ATCC under accession 
number 207114; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vpl 1_1 deposited with the ATCC under accession number 2071 14; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vpl 1_1 deposited with the ATCC under accession number 
207114; 

(h) a nucleotide sequence encoding a protein comprising the amino acid 
sequence of SEQ ID NO:6; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:6, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:6; 
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(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a>(g); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g), and 
that has a length that is at least 25% of the length of SEQ ID NO:5. 

15. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:6; 

(b) a fragment of the amino acid sequence of SEQ ID NO:6, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:6; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vp 1 1_1 deposited with the ATCC under accession number 207 1 14; 

the protein being substantially free from other mammalian proteins. 

16. An isolated polynucleotide comprising a nucleotide sequence selected from 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:7; 

(b) the nucleotide sequence of SEQ ID NO:7 from nucleotide 288 to 
nucleotide 629; 

(c) the nucleotide sequence of SEQ ID NO:7 from nucleotide 363 to 
nucleotide 629; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vpl3_l deposited with the ATCC under accession number 2071 14; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vpl3_J deposited with the ATCC under accession 
number 207114; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vpl3_l deposited with the ATCC under accession number 2071 14; 
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(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vpl3_l deposited with the ATCC under accession number 
207114; 

(h) a nucleotide sequence encoding a protein comprising the amino acid 
sequence of SEQ ID NO:8; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:8, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:8; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4XSSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a>(g); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g), and 
that has a length that is at least 25% of the length of SEQ ID NO:7. 

17. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:8; 

(b) a fragment of the amino acid sequence of SEQ ID NO:8, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:8; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vp!3_l deposited with the ATCC under accession number 207 1 14; 

the protein being substantially free from other mammalian proteins. 

18. An isolated polynucleotide comprising a nucleotide sequence selected from 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:9; 

(b) the nucleotide sequence of SEQ ID NO:9 from nucleotide 1 1 to 
nucleotide 298; 

(c) the nucleotide sequence of SEQ ID NO:9 from nucleotide 149 to 
nucleotide 298; 
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(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vpl6„l deposited with the ATCC under accession number 2071 14; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vpl6_l deposited with the ATCC under accession 
number 2071 14; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vpl6_l deposited with the ATCC under accession number 2071 14; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vpl6_l deposited with the ATCC under accession number 
207114; 

(h) a nucleotide sequence encoding a protein comprising the amino acid 
sequence of SEQ ID NO: 10; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO: 10, the fragment comprising eight 
contiguous amino acids of SEQ ID NO: 10; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g), and 
that has a length that is at least 25% of the length of SEQ ID NO:9. 

19. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO: 10; 

(b) a fragment of the amino acid sequence of SEQ ID NO: 10, the 
fragment comprising eight contiguous amino acids of SEQ ID NO: 10; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vpl6__l deposited with the ATCC under accession number 2071 14; 

the protein being substantially free from other mammalian proteins. 
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20. An isolated polynucleotide comprising a nucleotide sequence selected from 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:ll; 

(b) the nucleotide sequence of SEQ ID NO: 1 1 from nucleotide 257 to 
nucleotide 607; 

(c) the nucleotide sequence of SEQ ID NO: 1 1 from nucleotide 479 to 
nucleotide 607; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vp21_l deposited with the ATCC under accession number 2071 14; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vp21_l deposited with the ATCC under accession 
number 2071 14; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vp21_l deposited with the ATCC under accession number 2071 14; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vp21_l deposited with the ATCC under accession number 
207114; 

(h) a nucleotide sequence encoding a protein comprising the amino acid 
sequence of SEQ ID NO: 12; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO: 12, the fragment comprising eight 
contiguous amino acids of SEQ ID NO: 12; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees Q or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g), and 
that has a length that is at least 25% of the length of SEQ ID NO: 11. 

21. A protein comprising an amino acid sequence selected from the group 
consisting of: 
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(a) the amino acid sequence ofSEQ ID NO: 12; 

(b) a fragment of the amino acid sequence of SEQ ID NO: 12, the 
fragment comprising eight contiguous amino acids of SEQ ID NO: 12; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vp21_l deposited with the ATCC under accession number 2071 14; 

the protein being substantially free from other mammalian proteins. 

22. An isolatedpolynucleotide comprising a nucleotide sequence selected from 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO: 13; 

(b) the nucleotide sequence of SEQ ID NO: 13 from nucleotide 163 to 
nucleotide 477; 

(c) the nucleotide sequence of SEQ ID NO: 13 from nucleotide 238 to 
nucleotide 477; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vp22_l deposited with the ATCC under accession number 2071 14; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vp22_l deposited with the ATCC under accession 
number 2071 14; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vp22_l deposited with the ATCC under accession number 2071 14; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vp22_l deposited with the ATCC under accession number 
207114; 

(h) a nucleotide sequence encoding a protein comprising the amino acid 
sequence of SEQ ID NO: 14; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:14, the fragment comprising eight 
contiguous amino acids of SEQ ID NO: 14; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 
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(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g)> and 
that has a length that is at least 25% of the length of SEQ ID NO: 13. 

23. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO: 14; 

(b) a fragment of. the amino acid sequence of SEQ ID NO: 14, the 
fragment comprising eight contiguous amino acids of SEQ ID NO: 14; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vp22_l deposited with the ATCC under accession number 207 1 14; 

the protein being substantially free from other mammalian proteins. 

24. An isolated polynucleotide comprising anucleotide sequence selected from 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO: 1 5 ; 

(b) the nucleotide sequence of SEQ ID NO: 15 from nucleotide 58 to 
nucleotide 624; 

(c) the nucleotide sequence of SEQ ID NO: 15 from nucleotide 106 to 
nucleotide 624; 

(d) the nucleotide sequence of the fiill-length protein coding sequence 
of clone vq2_l deposited with the ATCC under accession number 2071 14; 

(e) a nucleotide sequence encoding the fiill-length protein encoded by 
the cDNA insert of clone vq2_l deposited with the ATCC under accession number 
207114; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vq2_l deposited with the ATCC under accession number 2071 14; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vq2_l deposited with the ATCC under accession number 
207114; 
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(h) a nucleotide sequence encoding a protein comprising the amino acid 
sequence of SEQ ID NO: 16; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:16, the fragment comprising eight 
contiguous amino acids of SEQ ID NO: 16; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a>(g); and 

(k) the nucleotide, sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X"SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g), and 
that has a length that is at least 25% of the length of SEQ ID NO: 15. 

25. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO: 16; 

(b) a fragment of the amino acid sequence of SEQ ID NO: 16, the 
fragment comprising eight contiguous amino acids of SEQ ID NO: 16; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vq2_l deposited with the ATCC under accession number 2071 14; 

the protein being substantially free from other mammalian proteins. 

26. An isolated polynucleotide comprising a nucleotide sequence selected from 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO: 17; 

(b) the nucleotide sequence of SEQ ID NO: 17 from nucleotide 773 to 
nucleotide 1090; 

(c) the nucleotide sequence of SEQ ID NO: 17 from nucleotide 842 to 
nucleotide 1090; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vq3_l deposited with the ATCC under accession number 2071 14; 
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(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vq3_l deposited with the ATCC under accession number 
207114; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vq3_l deposited with the ATCC under accession number 2071 14; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vq3„l deposited with the ATCC under accession number 
207114; 

(h) a nucleotide sequence encoding a protein comprising the amino acid 
sequence of SEQ ID NO:18; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO: 18, the fragment comprising eight 
contiguous amino acids of SEQ ID NO: 18; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g)> and 
that has a length that is at least 25% of the length of SEQ ID NO:17. 

27. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO: 18; 

(b) a fragment of the amino acid sequence of SEQ ID NO: 18, the 
fragment comprising eight contiguous amino acids of SEQ ID NO: 18; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vq3_l deposited with the ATCC under accession number 2071 14; 

the protein being substantially free from other mammalian proteins. 

28. An isolated polynucleotide comprising a nucleotide sequence selected from 
the group consisting of: 
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(a) the nucleotide sequence of SEQ ID NO: 19; 

(b) the nucleotide sequence of SEQ ID NO: 19 from nucleotide 96 to 
nucleotide 275; 

(c) the nucleotide sequence of SEQ ID NO: 1 9 from nucleotide 159 to 
nucleotide 275; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vq5_l deposited with the ATCC under accession number 207 1 14; 

(e) a nucleotide sequence encoding the fiill-length protein encoded by 
the cDNA insert of clone vq5_l deposited with the ATCC under accession number 
207114; 

(f) the nucleotide sequence of a mature urotein codina 
clone vq5_l deposited with the ATCC under accession number 2071 14; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vq5_l deposited with the ATCC under accession number 
207114; 

(h) anucleotide sequence encoding a protein comprising the amino acid 
sequence of SEQ ID NO:20; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:20, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:20; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g), and 
that has a length that is at least 25% of the length of SEQ ID NO: 19. 

29. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:20; 
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(b) a fragment of the amino acid sequence of SEQ ID NO:20, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:20; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vq5_l deposited with the ATCC under accession number 207 1 14; 

the protein being substantially free from other mammalian proteins. 

30. An isolated polynucleotide comprising a nucleotide sequence selected from 
the group consisting of : 

(a) the nucleotide sequence of SEQ ID NO:2 1 ; 

(b) the nucleotide sequence of SEQ ID NO:21 from nucleotide 176 to 
nucleotide 340; 

(c) the nucleotide sequence of SEQ ID NO:21 from nucleotide 230 to 
nucleotide 340; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vq6_l deposited with the ATCC under accession number 2071 14; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vq6_l deposited with the ATCC under accession number 
207114; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vq6_l deposited with the ATCC under accession number 2071 14; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vq6_l deposited with the ATCC under accession number 
207114; 

(h) anucleotidesequenceencodingaproteincomprisingtheaminoacid 

sequence of SEQ ID NO:22; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:22, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:22; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 
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(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g), and 
that has a length that is at least 25% of the length of SEQ ID NO:21 

31. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:22; 

(b) a fragment of the amino acid sequence of SEQ ID NO:22, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:22; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vqo_l deposited with the ATCC under accession number 2071 14; 

the protein being substantially free from other mammalian proteins. 



32. Anisolatedpolynucleotidecomprisinganucleotidesequenceselectedfrom 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:23 ; 

(b) the nucleotide sequence of SEQ ID NO:23 from nucleotide 29 to 
nucleotide 1111; 

(c) the nucleotide sequence of SEQ ID NO:23 from nucleotide 1 67 to 
nucleotide 1111; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vrl_l deposited with the ATCC under accession number 207114; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vrl_l deposited with the ATCC under accession number 
207114; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vrl_l deposited with the ATCC under accession number 2071 14; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vrl_l deposited with the ATCC under accession number 
207114; 
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(h) a nucleotide sequence encoding a protein comprising the amino acid 
sequence of SEQ ID NO:24; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:24, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:24; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4XSSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g), and 
that has a length that is at least 25% of the length of SEQ ID NO:23. 

33. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:24; 

(b) a fragment of the amino acid sequence of SEQ ID NO:24, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:24; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vrl_l deposited with the ATCC under accession number 2071 14; 

the protein being substantially free from other mammalian proteins. 

34. An isolated polynucleotide comprising anucleotide sequence selected from 

the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:25; 

(b) the nucleotide sequence of SEQ ID NO:25 from nucleotide 13 to 
nucleotide 513; 

(c) the nucleotide sequence of the full-length protein coding sequence 
of clone vc63„l deposited with the ATCC under accession number 207 1 15; 

(d) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vc63_l deposited with the ATCC under accession 
number 207115; 



324 



WO 00/55375 



PCTAJS00/07285 



(e) anucleotide sequence encoding aprotein comprising the amino acid 
sequence of SEQ ID NO:26; 

(f) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:26, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:26; 

(g) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(d); and 

(h) the nucleotide, sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X*SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (aWd) ; and 
that has a length that is at least 25% of the length of SEQ ID NO:25. 

35. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:26; 

(b) a fragment of the amino acid sequence of SEQ ID NO:26, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:26; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vc63_l deposited with the ATCC under accession number 2071 15; 

the protein being substantially free from other mammalian proteins. 

36. An isolated polynucleotide comprising a nucleotide sequence selected from 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:27; 

(b) the nucleotide sequence of SEQ ID NO:27 from nucleotide 79 to 
nucleotide 345; 

(c) the nucleotide sequence of SEQ ID NO:27 from nucleotide 130 to 
nucleotide 345; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vb25_l deposited with the ATCC under accession number PTA-362; 
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(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vb25_l deposited with the ATCC under accession 
number PTA-362; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vb25„l deposited with the ATCC under accession number PTA-362; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vb25_l deposited with the ATCC under accession number 
PTA-362; 

(h) a nucleotide sequence encoding a protein comprising the amino acid 
sequence of SEQ ID NO:28; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:28, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:28; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g), and 
that has a length that is at least 25% of the length of SEQ ID NO:27. 

37. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:28; 

(b) a fragment of the amino acid sequence of SEQ ID NO:28, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:28; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vb25_l deposited with the ATCC under accession number PTA-362; 

the protein being substantially free from other mammalian proteins. 

38. An isolated polynucleotide comprising anucleotide sequence selected from 
the group consisting of: 
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(a) the nucleotide sequence of SEQ ID NO:29; 

(b) the nucleotide sequence of SEQ ID NO:29 from nucleotide 72 to 
nucleotide 236; 

(c) the nucleotide sequence of SEQ ID NO:29 from nucleotide 150 to 
nucleotide 236; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vb27J deposited with the ATCC under accession number PTA-362; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vb27_l deposited with the ATCC under accession 
number PTA-362; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vb27_l deposited with the ATCC under accession number PTA-362; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vb27_l deposited with the ATCC under accession number 
PTA-362; 

(h) anucleotide sequence encoding aprotein comprising the amino acid 
sequence of SEQ ID NO:30; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:30, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:30; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g), and 
that has a length that is at least 25% of the length of SEQ ID NO:29. 

A protein comprising an amino acid sequence selected from the group 
(a) the amino acid sequence of SEQ ID NO:30; 



39. 

consisting of: 
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(b) a fragment of the amino acid sequence of SEQ ID NO:30, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:30; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vb27_l deposited with the ATCC under accession number PTA-362; 

the protein being substantially free from other mammalian proteins. 

40. An isolated polynucleotide comprising a nucleotide sequence selected from 

the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:3 1 ; 

(b) the nucleotide sequence of SEQ ID NO:3 1 from nucleotide 135 to 
nucleotide 884; 

(c) the nucleotide sequence of SEQ ID NO:3 1 from nucleotide 1 83 to 
nucleotide 884; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vb28_l deposited with the ATCC under accession number PTA-362; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vb28_l deposited with the ATCC under accession 
number PTA-362; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vb28_l deposited with the ATCC under accession number PTA-362; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vb28_l deposited with the ATCC under accession number 
PTA-362; 

(h) a nucleotide sequence encoding a protein comprising the amino acid 
sequence of SEQ ID NO:32; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:32, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:32; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 
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(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g), and 
that has a length that is at least 25% of the length of SEQ ID NO:3 1 . 

4L A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:32; 

(b) a fragment of the amino acid sequence of SEQ ID NO:32, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:32; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vb28_l deposited with the ATCC under accession number PTA-362; 

the protein being substantially free from other mammalian proteins. 

42. An isolated polynucleotide comprising a nucleotide sequence selected from 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:33 ; 

(b) the nucleotide sequence of SEQ ID NO:33 from nucleotide 42 to 
nucleotide 206; 

(c) the nucleotide sequence of SEQ ID NO:33 from nucleotide 1 1 1 to 
nucleotide 206; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vb29J deposited with the ATCC under accession number PTA-362; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vb29_l deposited with the ATCC under accession 
number PTA-362; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vb29_l deposited with the ATCC under accession number PTA-362; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vb29_l deposited with the ATCC under accession number 
PTA-362; 
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(h) anucleotide sequence encoding a protein comprising the amino acid 
sequence of SEQ ID NO:34; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:34, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:34; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 

conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 
(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions atleast as stringent as 4XtSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g), and 
that has a length that is at least 25% of the length of SEQ ID NO:33. 

43. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:34; 

(b) a fragment of the amino acid sequence of SEQ ID NO:34, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:34; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vb29_l deposited with the ATCC under accession number PTA-362; 

the protein being substantially free from other mammalian proteins. 

44. An isolatedpolynucleotide comprising a nucleotide sequence selected from 

the group consisting of : 

(a) a polynucleotide comprising the nucleotide sequence of SEQ ID 

NO:35; 

(b) a polynucleotide comprising the nucleotide sequence of SEQ ID 
NO:35 from nucleotide 17 to nucleotide 253; 

(c) a polynucleotide comprising the nucleotide sequence of SEQ ID 
NO:35 from nucleotide 98 to nucleotide 253; 
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(d) a polynucleotide comprising the nucleotide sequence of the full- 
length protein coding sequence of clone vb30_l deposited with the ATCC under 
accession number PTA-362; 

(e) a polynucleotide encoding the full-length protein encoded by the 
cDNA insert of clone vb30_l deposited with the ATCC under accession number 
PTA-362; 

(f) a polynucleotide comprising the nucleotide sequence of a mature 
protein coding sequence of clone vb30_l deposited with the ATCC under 
accession number PTA-362;. 

(g) a polynucleotide encoding a mature protein encoded by the cDN A 
insert of clone vb30_l deposited with the ATCC under accession number PTA- 
362; 

(h) a polynucleotide encoding a protein comprising the amino acid 
sequence of SEQ ID NO:36; 

(i) a polynucleotide encoding a protein comprising a fragment of the 
amino acid sequence of SEQ ID NO:36 having biological activity, the fragment 
comprising eight contiguous amino acids of SEQ ID NO:36; 

0) a polynucleotide which is an allelic variant of a polynucleotide of 
(a)-(g) above; 

(k) a polynucleotide which encodes a species homologue of the protein 
of (h) or (i) above ; 

G) a polynucleotide that hybridizes under stringent conditions to any 
one of the polynucleotides specified in (a)-(i); and 

(m) a polynucleotide that hybridizes under stringent conditions to any 
one of the polynucleotides specified in (a)-(i) and that has a length that is at least 
25% of the length of SEQ ID NO:35. 

45. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:36; 

(b) a fragment of the amino acid sequence of SEQ ID NO:36, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:36; and 
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(c) the amino acid sequence encoded by the cDNA insert of clone 
vb30_l deposited with the ATCC under accession number PTA-362; 
the protein being substantially free from other mammalian proteins. 

46. An isolated polynucleotide comprising a nucleotide sequence selected from 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:37; 

(b) the nucleotide sequence of SEQ ID NO:37 from nucleotide 68 to 
nucleotide 424; 

(c) the nucleotide sequence of the full-length protein coding sequence 
of clone vc67_l deposited with the ATCC under accession number PTA-362; 

(d) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vc67_l deposited with the ATCC under accession 
number PTA-362; 

(e) anucleotide sequence encoding a protein comprising the amino acid 
sequence of SEQ ID NO:38; 

(f) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:38, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:38; 

(g) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(d); and 

(h) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(d), and 
that has a length that is at least 25% of the length of SEQ ID NO:37. 

47. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:38; 

(b) a fragment of the amino acid sequence of SEQ ID NO:38, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:38; and 
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(c) the amino acid sequence encoded by the cDNA insert of clone 
vc67„l deposited with the ATCC under accession number PTA-362; 
the protein being substantially free from other mammalian proteins. 

48. An isolated polynucleotide comprising a nucleotide sequence selected from 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:39; 

(b) the nucleotide sequence of SEQ ID NO:39 from nucleotide 103 to 
nucleotide 261; 

(c) the nucleotide sequence of SEQ ID NO:39 from nucleotide 1 54 to 
nucleotide 261; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vf4_l deposited with the ATCC under accession number PTA-362; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vf4_l deposited with the ATCC under accession number 
PTA-362; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vf4_l deposited with the ATCC under accession number PTA-362; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vf4_l deposited with the ATCC under accession number 
PTA-362; 

(h) a nucleotide sequence encoding a protein comprising the amino acid 
sequence of SEQ ID NO:40; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:40, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:40; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
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C with 50% fonnamide, to any one of the polynucleotides specified by (a)-(g), and 
that has a length that is at least 25% of the length of SEQ ID NO:39. 

49. A protein comprising an amino acid sequence selected from the group 
consisting of : 

(a) the amino acid sequence of SEQ ID NO:40; 

(b) a fragment of the amino acid sequence of SEQ ID NO:40, the 
fragment comprising eight contiguous amino acids of SEQ ID NO.40; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vf4_l deposited with the ATCC under accession number PTA-362; 

the protein being substantially free from other mammalian proteins. 

50. An isolated polynucleotide comprising anucleotide sequence selected from 
the group consisting of : 

(a) the nucleotide sequence of SEQ ID NO:4 1 ; 

(b) the nucleotide sequence of SEQ ID NO:41 from nucleotide 1575 to 
nucleotide 3038; 

(c) the nucleotide sequence of SEQ ID NO:41 from nucleotide 1650to 
nucleotide 3038; 

(d) the nucleotide sequence of the frdl-length protein coding sequence 
of clone vg3_l deposited with the ATCC under accession number PTA-362; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vg3_l deposited with the ATCC under accession number 
PTA-362; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vg3_l deposited with the ATCC under accession number PTA-362; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vg3„l deposited with the ATCC under accession number 
PTA-362; 

(h) anucleotide sequence encoding aprotein comprising the amino acid 
sequence of SEQ ID NO:42; 
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(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:42, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:42; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a>(g), and 
that has a length that is at least 25%*of the length of SEQ ID NO:4 1 . 

51. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:42; 

(b) a fragment of the amino acid sequence of SEQ ID NO:42, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:42; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vg3_l deposited with the ATCC under accession number PTA-362; 

the protein being substantially free from other mammalian proteins. 

52. An isolated polynucleotide comprising a nucleotide sequence selected from 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:43; 

(b) the nucleotide sequence of SEQ ID NO:43 from nucleotide 21 12 to 
nucleotide 2363; 

(c) the nucleotide sequence of the full-length protein coding sequence 
of clone vo2_l deposited with the ATCC under accession number PTA-362; 

(d) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vo2_l deposited with the ATCC under accession number 
PTA-362; 

(e) a nucleotide sequence encoding a protein comprising the amino acid 
sequence of SEQ ED NO:44; 
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(f) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:44, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:44; 

(g) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(d); and 

(h) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(d), and 
that has a length that is at least 25% of the length of SEQ ID NO:43. 

53. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:44; 

(b) a fragment of the amino acid sequence of SEQ ID NO:44, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:44; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vo2_l deposited with the ATCC under accession number PTA-362; 

the protein being substantially free from other mammalian proteins. 

54. An isolated polynucleotide comprising a nucleotide sequence selected from 

the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:45; 

(b) the nucleotide sequence of SEQ ID NO:45 from nucleotide 36 to 
nucleotide 707; 

(c) the nucleotide sequence of SEQ ID NO:45 from nucleotide 393 to 
nucleotide 707; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vo3„l deposited with the ATCC under accession number PTA-362; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vo3_l deposited with the ATCC under accession number 
PTA-362; 
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(f) the nucleotide sequence of a mature protein coding sequence of 
clone vo3_l deposited with the ATCC under accession number PTA-362; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vo3_l deposited with the ATCC under accession number 
PTA-362; 

(h) a nucleotide sequence encoding a protein comprising the amino acid 
sequence of SEQ ID NO:46; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:46, the fragment comprising eight 
contiguous amino acids of SEQ ID*NO:46; 

0) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g), and 
that has a length that is at least 25% of the length of SEQ ID NO:45. 

55. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:46; 

(b) a fragment of the amino acid sequence of SEQ ID NO:46, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:46; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vo3_l deposited with the ATCC under accession number PTA-362; 

the protein being substantially free from other mammalian proteins. 

56. An isolated polynucleotide comprising a nucleotide sequence selected from 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:47; 

(b) the nucleotide sequence of SEQ ID NO:47 from nucleotide 74 to 
nucleotide 295; 
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(c) the nucleotide sequence of SEQ ID NO:47 from nucleotide 134 to 
nucleotide 295; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vo5_l deposited with the ATCC under accession number PTA-362; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vo5_l deposited with the ATCC under accession number 
PTA-362; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vo5__l deposited with the ATCC under accession number PTA-362; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vo5„l deposited with the ATCC under accession number 
PTA-362; 

(h) anucleotidesequenceencodingaproteincomprisingtheaminoacW 

sequence of SEQ ID NO:48; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:48, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:48; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% fonnamide, to any one of the polynucleotides specified by (aHg), and 
that has a length that is at least 25% of the length of SEQ ID NO:47. 

57. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:48; 

(b) a fragment of the amino acid sequence of SEQ ID NO:48, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:48; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vo5_l deposited with the ATCC under accession number PTA-362; 
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the protein being substantially free from other mammalian proteins. 

58. An isolated polynucleotide comprising a nucleotide sequence selected from 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:49; 

(b) the nucleotide sequence of SEQ ID NO:49 from nucleotide 45 to 
nucleotide 383; 

(c) the nucleotide sequence of SEQ ID NO:49 from nucleotide 312 to 
nucleotide 383; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vo6_l deposited with the ATCC under accession number PTA-362: 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vo6_l deposited with the ATCC under accession number 
PTA-362; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vo6_l deposited with the ATCC under accession number PTA-362; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vo6__l deposited with the ATCC under accession number 
PTA-362; 

(h) a nucleotide sequence encoding a protein comprising the amino acid 
sequence of SEQ ID NO:50; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:50, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:50; 

0) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% foimamide, to any one of the polynucleotides specified by (a)-(g); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g), and 
that has a length that is at least 25% of the length of SEQ ID NO:49. 
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59. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:50; 

(b) a fragment of the amino acid sequence of SEQ ID NO:50, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:50; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vo6_l deposited with the ATCC under accession number PTA-362; 

the protein being substantially free from other mammalian proteins. 

60. An isolated polynucleotide comprising a nucleotide sequence selected from 

the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:51; 

(b) the nucleotide sequence of SEQ ID NO:5 1 from nucleotide 186 to 
nucleotide 1739; 

(c) the nucleotide sequence of SEQ ID NO:5 1 from nucleotide 288 to 
nucleotide 1739; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vo9_l deposited with the ATCC under accession number PTA-362; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vo9_l deposited with the ATCC under accession number 
PTA-362; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vo9_l deposited with the ATCC under accession number PTA-362; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vo9_l deposited with the ATCC under accession number 
PTA-362; 

(h) a nucleotide sequence encoding a protein comprising the amino acid 
sequence of SEQ ID NO:52; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:52, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:52; 
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0") the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g), and 
that has a length that is at least 25% of the length of SEQ ID NO:5 1 . 

61. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:52; 

(b) a fragment of the amino acid sequence of SEQ ID NO:52, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:52; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vo9_l deposited with the ATCC under accession number PTA-362; 

the protein being substantially free from other mammalian proteins. 

62. An isolated polynucleotide comprising anucleotide sequence selected from 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:53; 

(b) the nucleotide sequence of SEQ ID NO:53 from nucleotide 440 to 
nucleotide 835; 

(c) the nucleotide sequence of SEQ ID NO:53 from nucleotide 632 to 
nucleotide 835; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vol 1_1 deposited with the ATCC under accession number PTA-366; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone voll__l deposited with the ATCC under accession 
number PTA-366; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vol 1_1 deposited with the ATCC under accession number PTA-366; 
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(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vol 1_1 deposited with the ATCC under accession number 
PTA-366; 

(h) anucleotide sequence encoding a protein comprising the amino acid 
sequence of SEQ ID NO:54; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:54, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:54; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a>(g), and 
that has a length that is at least 25% of the length of SEQ ID NO:53. 

63. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:54; 

(b) a fragment of the amino acid sequence of SEQ ID NO:54, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:54; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vol 1_1 deposited with the ATCC under accession number PTA-366; 

the protein being substantially free from other mammalian proteins. 

64. An isolated polynucleotide comprising a nucleotide sequence selected from 

the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:55; 

(b) the nucleotide sequence of SEQ ID NO:55 from nucleotide 72 to 
nucleotide 329; 

(c) the nucleotide sequence of SEQ ID NO:55 from nucleotide 120 to 
nucleotide 329; 
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(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vol2_l deposited with the ATCC under accession number PTA-366; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vol2_l deposited with the ATCC under accession 
number PTA-366; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vol2_l deposited with the ATCC under accession number PTA-366; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vol2_l deposited with the ATCC under accession number 
PTA-366; 

(h) a nucleotide sequence encoding a protein comprising the amino acid 
sequence of SEQ ID NO:56; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:56, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:56; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g), and 
that has a length that is at least 25% of the length of SEQ ID NO:55. 

65. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:56; 

(b) a fragment of the amino acid sequence of SEQ ID NO:56, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:56; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vol 2_1 deposited with the ATCC under accession number PTA-366; 

the protein being substantially free from other mammalian proteins. 
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66. An isolated polynucleotide comprising a nucleotide sequence selected from 

the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:57; 

(b) the nucleotide sequence of SEQ ID NO:57 from nucleotide 227 to 

nucleotide 439; 

(c) the nucleotide sequence of SEQ ID NO:57 from nucleotide 287 to 
nucleotide 439; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vol3_l deposited with the ATCC under accession number PTA-366; 

(e) a nucleotide sequenceencoding the fiill-length protein encoded by 
the cDNA insert of clone vol3_l deposited with the ATCC under accession 
number PTA-366; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vo!3_l deposited with the ATCC under accession number PTA-366; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vol3_l deposited with the ATCC under accession number 
PTA-366; 

(h) a nucleotide sequence encoding a protein comprising the amino acid 

sequence of SEQ ID NO:58; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:58, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:58; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (aHg); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g), and 
that has a length that is at least 25% of the length of SEQ ID NO:57. 
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(a) the amino acid sequence of SEQ ID NO:58; 

(b) a fragment of the amino acid sequence of SEQ ID NO:58, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:58; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vol3_l deposited with the ATCC under accession number PTA-366; 

the protein being substantially free from other mammalian proteins. 

68. An isolated polynucleotide comprising a nucleotide sequence selected from 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:59; 

(b) the nucleotide sequence of SEQ ID NO:59 from nucleotide 96 to 
nucleotide 341; 

(c) the nucleotide sequence of SEQ ID NO:59 from nucleotide 174 to 
nucleotide 341; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vol4_l deposited with the ATCC under accession number PTA-366; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vol4_l deposited with the ATCC under accession 
number PTA-366; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vol4_l deposited with the ATCC under accession number PTA-366; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vol4_l deposited with the ATCC under accession number 
PTA-366; 

(h) a nucleotide sequence encoding a protein comprising the amino acid 
sequence of SEQ ID NO:60; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:60, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:60; 

0) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 
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(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (aHg), and 
that has a length that is at least 25% of the length of SEQ ID NO:59. 

69. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO: 60; 

(b) a fragment of the amino acid sequence of SEQ ID NO:60, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:60; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vol4__l deposited with the ATCC under accession number PTA-366; 

the protein being substantially free from other mammalian proteins. 

70. An isolated polynucleotide comprising a nucleotide sequence selected from 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:61 ; 

(b) the nucleotide sequence of SEQ ID NO:61 from nucleotide 90 to 
nucleotide 599; 

(c) the nucleotide sequence of SEQ ID NO:61 from nucleotide 165 to 
nucleotide 599; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vo!5_l deposited with the ATCC under accession number PTA-366; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vo!5„l deposited with the ATCC under accession 
number PTA-366; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vol5_l deposited with the ATCC under accession number PTA-366; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vol5_l deposited with the ATCC under accession number 
PTA-366; 
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(h) anucleoddesequenc»ena)dingaproteinconiprisingtbeaminoacid 
sequence of SEQ ID NO:62; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:62, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:62; 

0) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4XSSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (aHg); and 

(k) the nucleotide, sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees G, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides snecifi^ hv t*\-f<r\ m * 
that has a length that is at least 25% of the length of SEQ ID NO:61. 

71. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:62; 

(b) a fragment of the amino acid sequence of SEQ ID NO:62, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:62; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vol5_l deposited with the ATCC under accession number PTA-366; 

the protein being substantially free from other mammalian proteins. 

72. Anisolatedpolynucleotidecomprisinganucleotidesequenceselectedfrom 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:63; 

(b) the nucleotide sequence of SEQ ID NO:63 from nucleotide 209 to 
nucleotide 451; 

(c) the nucleotide sequence of SEQ ID NO:63 from nucleotide 398 to 
nucleotide 451; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vol6_l deposited with the ATCC under accession number PTA-366; 
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(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vol6„l deposited with the ATCC under accession 
number PTA-366; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vol6_l deposited with the ATCC under accession number PTA-366; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vol6_l deposited with the ATCC under accession number 
PTA-366; 

(h) anucleotide sequence encoding a protein comprising the amino acid 
sequence of SEQ ID NO:64; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:64, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:64; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (aHg), and 
that has a length that is at least 25% of the length of SEQ ID NO:63. 

73. A protein comprising an amino acid sequence selected from the group 
consisting of : 

(a) the amino acid sequence of SEQ ID NO:64; 

(b) a fragment of the amino acid sequence of SEQ ID NO:64, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:64; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vo!6_l deposited with the ATCC under accession number PTA-366; 

the protein being substantially free from other mammalian proteins. 

74. An isolated polynucleotide comprising anucleotide sequence selected from 
the group consisting of: 
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(a) the nucleotide sequence of SEQ ID NO:65; 

(b) the nucleotide sequence of SEQ ID NO:65 from nucleotide 3 1 to 
nucleotide 231; 

(c) the nucleotide sequence of SEQ ID NO:65 from nucleotide 97 to 
nucleotide 231; 

(d) the nucleotide sequence of me full-length protein coding sequence 
of clone vol8_l deposited with the ATCC under accession number PTA-366; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vol8_l deposited with the ATCC under accession 
number PTA-366; .. - 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vol8_l deposited with the ATCC under accession number PTA-366; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vol8_l deposited with the ATCC under accession number 
PTA-366; 

(h) anucleotidesequen<^encodmgaprotemcomprismgmeaminoacid 
sequence of SEQ ID NO:66; 

(i) a nucleotide sequence encoding aprotein comprising a fragment of 
the amino acid sequence of SEQ ID NO:66, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:66; 

0) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C wi th 50% formamide, to any one of the polynucleotides specified by (aMg), and 
that has a length that is at least 25% of the length of SEQ ID NO:65. 

75. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:66; 
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(b) a fragment of the amino acid sequence of SEQ ID NO:66, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:66; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vol8J deposited with the ATCC under accession number PTA-366; 

the protein being substantially free from other mammalian proteins. 

76. An isolated polynucleotide comprising anucleotide sequence selected from 

the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:67; 

(b) the nucleotide sequence of SEQ ID NO:67 from nucleotide 23 to 
nucleotide 736; 

(c) the nucleotide sequence of SEQ ID NO:67 from nucleotide 83 to 
nucleotide 736; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vo!9_l deposited with the ATCC under accession number PTA-366; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vol9_l deposited with the ATCC under accession 
number PTA-366; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vol9_l deposited with the ATCC under accession number PTA-366; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vol9_l deposited with the ATCC under accession number 
PTA-366; 

(h) anucleotide sequence encoding aprotein comprising the amino acid 

sequence of SEQ ID NO:68; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:68, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:68; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 
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(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at SOdegrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g), and 
that has a length that is at least 25% of the length of SEQ ID NO:67. 

77. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:68; 

(b) a fragment of the amino acid sequence of SEQ ID NO:68, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:68; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vol9_l deposited with the ATCC under accession number PTA-366; 

the protein being substantially free from other mammalian proteins. 

78. An isolated polynucleotide comprising a nucleotide sequence selected from 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:69; 

(b) the nucleotide sequence of SEQ ID NO:69 from nucleotide 104 to 
nucleotide 1399; 

(c) the nucleotide sequence of SEQ ID NO:69 from nucleotide 158 to 
nucleotide 1399; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vo22_l deposited with the ATCC under accession number PTA-366; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vo22_l deposited with the ATCC under accession 
number PTA-366; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vo22_l deposited with the ATCC under accession number PTA-366; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vo22_l deposited with the ATCC under accession number 
PTA-366; 
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(h) a nucleotide sequence encoding a protein comprising the amino acid 
sequence of SEQ ID NO:70; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:70, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:70; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a>(g); and 

(k) the nucleotide, sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g), and 
that has a length that is at least 25% of the length of SEQ ID NO:69. 

79. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:70; 

(b) a fragment of the amino acid sequence of SEQ ID NO:70, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:70; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vo22_l deposited with the ATCC under accession number PTA-366; 

the protein being substantially free from other mammalian proteins. 

80. An isolated polynucleotide comprising a nucleotide sequence selected from 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:7 1 ; 

(b) the nucleotide sequence of SEQ ID NO:7 1 from nucleotide 174 to 
nucleotide 1595; 

(c) the nucleotide sequence of the full-length protein coding sequence 
of clone vo23_J deposited with the ATCC under accession number PTA-366; 

(d) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vo23_l deposited with the ATCC under accession 
number PTA-366; 
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(e) a nucleotide sequence encoding aprotein comprising the amino acid 
sequence of SEQ ID NO:72; 

(f) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:72, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:72; 

(g) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(d); and 

(h) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C f or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (aXd), and 
that has a length that is at least 25% of the length of SEQ ID NO:7 1 . 

81. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:72; 

(b) a fragment of the amino acid sequence of SEQ ID NO:72, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:72; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vo23_l deposited with the ATCC under accession number PTA-366; 

the protein being substantially free from other mammalian proteins. 

82. An isolated polynucleotide comprising anucleotide sequence selected from 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:73; 

(b) the nucleotide sequence of SEQ ID NO:73 from nucleotide 129 to 
nucleotide 311; 

(c) the nucleotide sequence of SEQ ID NO:73 from nucleotide 1 95 to 
nucleotide 311; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vo24_l deposited with the ATCC under accession number PTA-366; 
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(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vo24„l deposited with the ATCC under accession 
number PTA-366; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vo24_l deposited with the ATCC under accession number PTA-366; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vo24_l deposited with the ATCC under accession number 
PTA-366; 

(h) a nucleotide sequence encoding a protein comprising the amino acid 

sequence of SEQ ID NO:74; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:74, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:74; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a>(g); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g), and 
that has a length that is at least 25% of the length of SEQ ID NO:73. 

83. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:74; 

(b) a fragment of the amino acid sequence of SEQ ID NO:74, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:74; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vo24_l deposited with the ATCC under accession number PTA-366; 

the protein being substantially free from other mammalian proteins. 



84. An isolated polynucleotide comprising a nucleotide sequence selected from 
the group consisting of: 
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(a) the nucleotide sequence of SEQ ID NO:75; 

(b) the nucleotide sequence of SEQ ID NO:75 from nucleotide 73 to 
nucleotide 798; 

(c) the nucleotide sequence of SEQ ID NO:75 from nucleotide 142 to 
nucleotide 798; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vo25_l deposited with the ATCC under accession number PTA-366; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vo25__l deposited with the ATCC under accession 
number PTA-366; 

(f) the nucleotide 

i — — w ^vivm wwAiUg OU|U01U7 Ul 

clone vo25__l deposited with the ATCC under accession number PTA-366; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vo25_l deposited with the ATCC under accession number 
PTA-366; 

(h) anucleotide sequence encoding a protein comprising the amino acid 
sequence of SEQ ID NO:76; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:76, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:76; 

0) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g), and 
that has a length that is at least 25% of the length of SEQ ID NO:75. 

85. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:76; 
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(b) a fragment of the amino acid sequence of SEQ ID NO:76, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:76; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vo25_l deposited with the ATCC under accession number PTA-366; 

the protein being substantially free from other mammalian proteins. 

86. An isolated polynucleotide comprising a nucleotide sequence selected from 

the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:27; 

(b) the nucleotide sequence of SEQ ID NO:27 from nucleotide 26 to 
nucleotide 307; 

(c) the nucleotide sequence of SEQ ID NO:27 from nucleotide 101 to 
nucleotide 307; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vo26_J deposited with the ATCC under accession number PTA-366; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vo26_l deposited with the ATCC under accession 
number PTA-366; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vo26_l deposited with the ATCC under accession number PTA-366; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vo26_l deposited with the ATCC under accession number 
PTA-366; 

(h) anucleotide sequence encoding a protein comprising the amino acid 
sequence of SEQ ID NO:78; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:78, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:78; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 
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(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g), and 
that has a length that is at least 25% of the length of SEQ ID NO:27. 

87. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:78; 

(b) a fragment of the amino acid sequence of SEQ ID NO:78, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:78; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vo26_l deposited with the ATCC under accession number PTA-366; 

the protein being substantially free from other mammalian proteins. 

88. An isolated polynucleotide comprising a nucleotide sequence selected from 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:79; 

(b) the nucleotide sequence of SEQ ID NO:79 from nucleotide 43 to 
nucleotide 228; 

(c) the nucleotide sequence of SEQ ID NO:79 from nucleotide 94 to 
nucleotide 228; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vp23_l deposited with the ATCC under accession number PTA-368; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vp23_l deposited with the ATCC under accession 
number PTA-368; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vp23„l deposited with the ATCC under accession number PTA-368; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vp23_J deposited with the ATCC under accession number 
PTA-368; 
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(h) anucleotide sequence encoding aprotein comprising the amino acid 
sequence of SEQ ID NO:80; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:80, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:80; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (aHg); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4XSSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a>(g), and 
that has a length that is at least 25% of the length of SEQ ID NO:79. 

89. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:80; 

(b) a fragment of the amino acid sequence of SEQ ID NO:80, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:80; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vp23_l deposited with the ATCC under accession number PTA-368; 

the protein being substantially free from other mammalian proteins. 

90. An isolated polynucleotide comprising a nucleotide sequence selected from 

the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:81 ; 

(b) the nucleotide sequence of SEQ ID NO:81 from nucleotide 245 to 
nucleotide 427; 

(c) the nucleotide sequence of SEQ ID NO;81 from nucleotide 308 to 
nucleotide 427; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vq7_l deposited with the ATCC under accession number PTA-368; 
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(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vq7_J deposited with the ATCC under accession number 
PTA-368; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vq7_l deposited with the ATCC under accession number PTA-368; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vq7_l deposited with the ATCC under accession number 
PTA-368; 

(h) anucleotide sequence encoding a protein comprising the amino acid 
sequence of SEQ ID NO:82; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:82, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:82; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g), and 
that has a length that is at least 25% of the length of SEQ ID NO:81. 

91. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO: 82; 

(b) a fragment of the amino acid sequence of SEQ ID NO:82, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:82; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vq7_l deposited with the ATCC under accession number PTA-368; 

the protein being substantially free from other mammalian proteins. 



92 . An isolated polynucleotide comprising a nucleotide sequence selected from 
the group consisting of: 
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(a) the nucleotide sequence of SEQ ID NO:83 ; 

(b) the nucleotide sequence of SEQ ID NO:83 from nucleotide 1 19 to 
nucleotide 475; 

(c) the nucleotide sequence of SEQ ID NO:83 from nucleotide 1 85 to 
nucleotide 475; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vq8_l deposited with the ATCC under accession number PTA-368; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vq8_l deposited with the ATCC under accession number 
PTA-368; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vq8J deposited with the ATCC under accession number PTA-368; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vq8_l deposited with the ATCC under accession number 
PTA-368; 

(h) anucleotide sequence encoding aprotein comprising the amino acid 

sequence of SEQ ID NO:84; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:84, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:84; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a>(g); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g), and 
that has a length that is at least 25% of the length of SEQ ID NO:83. 

93. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:84; 
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(b) a fragment of the amino acid sequence of SEQ ID NO:84, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:84; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vq8_l deposited with the ATCC under accession number PTA-368; 

the protein being substantially free from other mammalian proteins. 

94. Anisolatedpolynucleotidecomprismganucleotidesequenceselectedfrom 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:85; 

(b) the nucleotide sequence of SEQ ID NO:85 from nucleotide 90 to 
nucleotide 323; 

(c) the nucleotide sequence of SEQ ID NO:85 from nucleotide 141 to 
nucleotide 323; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vq9_l deposited with the ATCC under accession number PTA-368; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vq9_l deposited with the ATCC under accession number 

. PTA-368; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vq9_l deposited with the ATCC under accession number PTA-368; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vq9_l deposited with the ATCC under accession number 
PTA-368; 

(h) anucleptide sequence encoding aprotein comprising the amino acid 
sequence of SEQ ID NO:86; 

(i) anucl ^tidesequenceenccdingaprotemcomprisingafragmentof 
the amino acid sequence of SEQ ID NO:86, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:86; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 
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(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SS C at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g), and 
that has a length that is at least 25% of the length of SEQ ID NO:85. 

95. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:86; 

(b) a fragment of the amino acid sequence of SEQ ID NO:86, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:86; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vq9_l deposited with the ATCC under accession number PTA-368; 

the protein being substantially free from other mammalian proteins. 

96. An isolated polynucleotide comprising a nucleotide sequence selected from 

the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:87; 

(b) the nucleotide sequence of SEQ ID NO:87 from nucleotide 18 to 
nucleotide 452; 

(c) the nucleotide sequence of SEQ ID NO:87 from nucleotide 72 to 
nucleotide 452; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vql0_l deposited with the ATCC under accession number PTA-368; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vql0__l deposited with the ATCC under accession 
number PTA-368; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vql0_l deposited with the ATCC under accession number PTA-368; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vql0_l deposited with the ATCC under accession number 
PTA-368; 
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(h) anucleotide sequence encoding a protein comprising the amino acid 
sequence of SEQ ID NO:88; 

(i) ai ™deotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:88, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:88; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 

con*tionsatleastasstrkgentas4XSSCat65degreesC,or4XSSCat42degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a>(g); and 
(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions atleast as stringent as4X$SC at 50 degrees C, or 6XSSCat 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(gV and 
that has a length that is at least 25% of the length of SEQ ID NO:87. 

97. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:88; 

(b) a fragment of the amino acid sequence of SEQ ID NO:88, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:88; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vql0_l deposited with the ATCC under accession number PTA-368; 

the protein being substantially free from other mammalian proteins. 

98. Anisolatedpolynucleotidecomprisinganucleotidesequenceselectedfrom 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:89; 

(b) the nucleotide sequence of SEQ ID NO:89 from nucleotide 196 to 
nucleotide 378; 

(c) the nucleotide sequence of SEQ ID NO:89 from nucleotide 262 to 
nucleotide 378; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vql3_l deposited with the ATCC under accession number PTA-368; 
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(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vql3_l deposited with the ATCC under accession 
number PTA-368; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vql3_l deposited with the ATCC under accession number PTA-368; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vql3_l deposited with the ATCC under accession number 
PTA-368; 

(h) anucleotide sequence encoding a protein comprising the amino acid 

sequence of SEQ ID NO:90; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:90, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:90; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g), and 
that has a length that is at least 25% of the length of SEQ ID NO:89. 

99. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:90; 

(b) a fragment of the amino acid sequence of SEQ ID NO:90, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:90; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vql3_l deposited with the ATCC under accession number PTA-368; 

the protein being substantially free from other mammalian proteins. 



100. An isolated polynucleotide comprising a nucleotide sequence selected from 
the group consisting of: 

364 



WO 00/55375 PCTAJS00/07285 

(a) the nucleotide sequence of SEQ ID NO:9 1 ; 

(b) the nucleotide sequence of SEQ ID NO:91 from nucleotide 35 to 
nucleotide 718; 

(c) the nucleotide sequence of SEQ ID NO:9 1 from nucleotide 173 to 
nucleotide 718; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vq 1 6_1 deposited with the ATCC under accession number PTA-368; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone yql6_l deposited with the ATCC under accession 
number PTA-368; 

(f) the nucleotide sequence of a mature nrotcin rv>Hi ncr c/»si limits* a <-k-F 

£> «"*~i«w*v^ vi 

clone vql6_l deposited with the ATCC under accession number PTA-368; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vql6_l deposited with the ATCC under accession number 
PTA-368; 

(h) a nucleotide sequence encoding a protein comprising the amino acid 
sequence of SEQ ID NO:92; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:92, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:92; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or4X SSC at 42 degrees 
C with 50% fonnamide, to any one of the polynucleotides specified by (aXg); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (aXg), and 
that has a length that is at least 25% of the length of SEQ ID NO:91 . 

101. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:92; 
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(b) a fragment of the amino acid sequence of SEQ ID NO:92, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:92; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vql6_l deposited with the ATCC under accession number PTA-368; 

the protein being substantially free from other mammalian proteins. 

102. An isolated polynucleotide comprising a nucleotide sequence selected from 

the group consisting of: 

(a) the nucleotide, sequence of SEQ ID NO:93; 

(b) the nucleotide sequence of SEQ ID NO:93 from nucleotide 1 to 
nucleotide 762; 

(c) the nucleotide sequence of SEQ ID NO:93 from nucleotide 70 to 
nucleotide 762; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vql9_l deposited with the ATCC under accession number PTA-368; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vql9_l deposited with the ATCC under accession 
number PTA-368; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vql9_l deposited with the ATCC under accession number PTA-368; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vql9_l deposited with the ATCC under accession number 
PTA-368; 

(h) anucleotide sequence encoding aprotein comprising the amino acid 

sequence of SEQ ID NO:94; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:94, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:94; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 
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(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g), and 
that has a length that is at least 25% of the length of SEQ ID NO:93. 

103. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:94; 

(b) a fragment of the amino acid sequence of SEQ ID NO:94, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:94; and 

(c\ the a min o ar-iH »>nn»n><B «u»\^ i — «.i .mi a • ... 

- - i w* W)J> ^u uy mc insert or clone 

vq 19_1 deposited with the ATCC under accession number PTA-368; 
the protein being substantially free from other mammalian proteins. 

104. Anisolatedrx>lynucleoUdecomprismganucleotideseo^eiK«selectedfrom 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:95; 

(b) the nucleotide sequence of SEQ ID NO:95 from nucleotide 106 to 
nucleotide 792; 

(c) the nucleotide sequence of SEQ ID NO:95 from nucleotide 172 to 
nucleotide 792; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vq20_l deposited with the ATCC under accession number PTA-368; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vq20_l deposited with the ATCC under accession 
number PTA-368; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vq20_l deposited with the ATCC under accession number PTA-368; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vq20_l deposited with the ATCC under accession number 
PTA-368; 



367 



i>r-r/iT«nnfl»T>8* 

WO 00/55375 

(h) a nucleotide sequence encoding a protein comprising the amino acid 

sequence of SEQ ID NO:96; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:96, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:96; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 

(k) the nucleotide.sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g), and 
that has a length that is at least 25% of the length of SEQ ID NO:95. 

105. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:96; 

(b) a fragment of the amino acid sequence of SEQ ID NO:96, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:96; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vq20_l deposited with the ATCC under accession number PTA-368; 

the protein being substantially free from other mammalian proteins. 

106. An isolated polynucleotide comprising a nucleotide sequence selected from 

the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:97; 

(b) the nucleotide sequence of SEQ ID NO:97 from nucleotide 40 to 
nucleotide 315; 

(c) the nucleotide sequence of SEQ ID NO:97 from nucleotide 124 to 
nucleotide 315; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vq21_l deposited with the ATCC under accession number PTA-368; 
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(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vq21_l deposited with the ATCC under accession 
number PTA-368; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vq21_l deposited with the ATCC under accession number PTA-368; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vq21_l deposited with the ATCC under accession number 
PTA-368; 

(h) a nucleotide sequence encoding a protein comprising the amino acid 
sequence of SEQ ID NO:98; 

(i) a nucleotide sequence encoding a nrotein mmr.™;™ * ^ „ _r 

the amino acid sequence of SEQ ID NO:98, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:98; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4XSSC at 65 degrees C,or4XSSC at 42degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g), and 
that has a length that is at least 25% of the length of SEQ ID NO:97. 

107. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:98; 

(b) a fragment of the amino acid sequence of SEQ ID NO:98, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:98; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vq21_l deposited with the ATCC under accession number PTA-368; 

the protein being substantially free from other mammalian proteins. 

108. Anisolatedpolynucleotidecomprismganucleotidesequenceselectedfrom 
the group consisting of: 
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(a) the nucleotide sequence of SEQ ID NO:99; 

(b) the nucleotide sequence of SEQ ID NO:99 from nucleotide 70 to 
nucleotide 699; 

(c) the nucleotide sequence of the full-length protein coding sequence 
of clone vr2_l deposited with the ATCC under accession number PTA-368; 

(d) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vr2_l deposited with the ATCC under accession number 
PTA-368; 

(e) a nucleotide sequence encoding aprotein comprising the amino acid 
sequence of SEQ ID NO: 100; 

(f) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:100, the fragment comprising eight 
contiguous amino acids of SEQ ID NO: 100; 

(g) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(d); and 

(h) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(d), and 
that has a length that is at least 25% of the length of SEQ ID NO:99. 

109. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:100; 

(b) a fragment of the amino acid sequence of SEQ ID NO: 100, the 
fragment comprising eight contiguous amino acids of SEQ ID NO: 100; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vr2_l deposited with the ATCC under accession number PTA-368; 

the protein being substantially free from other mammalian proteins. 



110. An isolated polynucleotide comprising a nucleotide sequence selected from 
the group consisting of: 
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(a) the nucleotide sequence of SEQ ID NO: 101 ; 

(b) the nucleotide sequence of SEQIDNO:101 from nucleotide 170to 
nucleotide 394; 

(c) the nucleotide sequence of SEQ ID NO: 101 from nucleotide 227 to 
nucleotide 394; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone PTA-1075 deposited with the ATCC under accession number PTA- 1075; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vc69_l deposited with the ATCC under accession 
number PTA-1075; 

(f) the nucleotide sequence of a mature Drotein codi™ r 

m. O "^"VllVV VI 

clone vc69_l deposited with the ATCC under accession number PTA-1075; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vc69_l deposited with the ATCC under accession number 
PTA-1075; 

(h) anucleotidesequenceencahngaprotemcomprismgmeaminoacid 
sequence of SEQ ID NO: 102; 

(i) anucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:102, the fragment comprising eight 
contiguous amino acids of SEQ ID NO: 102; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4XSSC at 65 degrees C,or4XSSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as4XSSC at 50 degrees C, or 6XSSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g), and 
that has a length that is at least 25% of the length of SEQ ID NO: 101. 

111. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO: 102; 
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(b) a fragment of the amino acid sequence of SEQ ID NO: 102, the 
fragment comprising eight contiguous amino acids of SEQ ID NO: 102; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vc69_l deposited with the ATCC under accession number PTA-1075; 

the protein being substantially free from other mammalian proteins. 

112. Anisolatedpolynucleotidecomprisinganucleotidesequenceselectedfrom 

the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:103; 

(b) the nucleotide sequence of SEQ ID NO: 103 from nucleotide 43 to 
nucleotide 198; 

(c) the nucleotide sequence of SEQ ID NO:103 from nucleotide 85 to 
nucleotide 198; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vc71_l deposited with the ATCC under accession number PTA-1075; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vc71_l deposited with the ATCC under accession 
number PTA-1075; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vc71_l deposited with the ATCC under accession number PTA-1075; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vc71_l deposited with the ATCC under accession number 
PTA-1075; 

(h) anucleotide sequence encoding aprotein comprising the amino acid 
sequence of SEQ ID NO:104; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO: 104, the fragment comprising eight 
contiguous amino acids of SEQ ID NO: 104; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions atleast as stringent as4XSSCat 65 degrees C, or 4XSSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 
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(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g), and 
that has a length that is at least 25% of the length of SEQ ID NO: 103. 

113. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO: 104; 

(b) a fragment of the amino acid sequence of SEQ ID NO.104, the 
fragment comprising eight contiguous amino acids of SEQ ID NO: 104; and 

(c) the amino acid seauence encoded h v th» »nNA _i 

vc7 1_1 deposited with the ATCC under accession number PTA- 1075; 

the protein being substantially free from other mammalian proteins. 

114. Anisolatedrx>lynucleotidecomprismganucleotidesequenc«selectedfrom 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO: 105; 

(b) the nucleotide sequence of SEQ ID NO: 105 from nucleotide 260 to 
nucleotide 1552; 

(c) the nucleotide sequence of SEQ ID NO: 105 from nucleotide 335 to 
nucleotide 1552; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vo27_l deposited with the ATCC under accession number PTA-1075; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vo27_l deposited with the ATCC under accession 
number PTA-1075; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vo27_l deposited with the ATCC under accession number PTA-1075; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vo27_l deposited with the ATCC under accession number 
PTA-1075; 
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(h) anucleotidesequenccencodingaprotein comprising the amino acid 

sequence of SEQ ID NO: 106; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO: 106, the fragment comprising eight 
contiguous amino acids of SEQ ID NO: 106; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (aHg); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g), and 
that has a length that is at least 25% of the length of SEQ ID NO: 105. 

115. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO: 106; 

(b) a fragment of the amino acid sequence of SEQ ID NO: 106, the 
fragment comprising eight contiguous amino acids of SEQ ID NO: 106; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vo27_l deposited with the ATCC under accession number PTA-1075; 

the protein being substantially free from other mammalian proteins. 

1 16. Anisolatedpolynucleotidecom 

the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO: 107; 

(b) the nucleotide sequence of SEQ ID NO: 107 from nucleotide 15 to 
nucleotide 320; 

(c) the nucleotide sequence of SEQ ID NO: 107 from nucleotide 72 to 
nucleotide 320; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vo31_l deposited with the ATCC under accession number PTA-1075; 
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(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vo31_l deposited with the ATCC under accession 
number PTA- 1075; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vo31_l deposited with the ATCC under accession number FTA-1075; 

(g) a nucleotide sequence encoding a mature protein encoded by the 

cDNAinsertofclonevo31_l deposited with the ATCC under accession number 
PTA-1075; 

(h) anucleotidesequen^encodingaprotem^ 
sequence of SEQ ID NO: 1 08; 

(i) a nucleotide seauence encndin a 

the amino acid sequence of SEQ ID NO:108, the fragment comprising eight 
contiguous amino acids of SEQ ID NO: 108; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g), and 
that has a length that is at least 25% of the length of SEQ ID NO: 107. 

117. A protein comprising an amino acid sequence selected from the group 
consisting of : 

(a) the amino acid sequence of SEQ ID NO: 108; 

(b) a fragment of the amino acid sequence of SEQ ID NO: 108, the 
fragment comprising eight contiguous amino acids of SEQ ID NO: 108; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vo31_l deposited with the ATCC under accession number FTA-1075; 

the protein being substantially free from other mammalian proteins. 

118. Anisolatedpolynucleotidecompri 
the group consisting of: 
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(a) the nucleotide sequence of SEQ ID NO: 109; 

(b) the nucleotide sequence of SEQ ID NO: 109 from nucleotide 38 to 

nucleotide 1255; 

(c) the nucleotide sequence of SEQ ID NO: 109 from nucleotide 86 to 
nucleotide 1255; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vo32_l deposited with the ATCC under accession number PTA-1075; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone yo32_l deposited with the ATCC under accession 

number PTA-1075; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vo32_l deposited with the ATCC under accession number PTA-1075; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vo32_l deposited with the ATCC under accession number 
PTA-1075; 

(h) anucleotidesequen^encc^ngaproteincomprismgmearninoacid 

sequence of SEQ ID NO: 1 10; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO: 110, the fragment comprising eight 

contiguous amino acids of SEQ ID NO: 1 10; 

(j) me nucleotide sequence of a polynucleotide that hybridizes under 

conditions at least as stringent as4X SSC at 65 degrees C, or4X SSC at42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 
(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a>(g), and 
that has a length that is at least 25% of the length of SEQ ID NO:109. 

1 19. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO: 110; 
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(b) a fragment of the amino acid sequence of SEQ ID NO: 1 10, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:l 10; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vo32_l deposited with the ATCC under accession number PTA-1075; 

the protein being substantially free from other mammalian proteins. 

120. An isolated polynucleotide comprising a nucleotide sequence selected from 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:l 11; 

(b) the nucleotide sequence of SEQ ID NO: 1 1 1 from nucleotide 80 to 

nucleotide 1276; 

(c) the nucleotide sequence of SEQ ID NO: 111 from nucleotide 131 to 
nucleotide 1276; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vo33_l deposited with the ATCC under accession number PTA-1075; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vo33_l deposited with the ATCC under accession 
number PTA-1075; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vo33_l deposited with the ATCC under accession number PTA-1075; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vo33_l deposited with the ATCC under accession number 
PTA-1075; 

(h) an »cleotidesequenceencc<hngaprotemcompiismgmeanimoacid 
sequence of SEQ ID NO: 1 12; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:112, the fragment comprising eight 
contiguous amino acids of SEQ ID NO: 1 12; 

0) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 



377 



PCT/IJS00/07285 

WO 00/55375 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as4XSSCat 50 degrees C,or6XSSCat40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g), and 
that has a length that is at least 25% of the length of SEQ ID NO: 111. 

121 . A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO: 112; 

(b) a fragment of the amino acid sequence of SEQ ID NO: 1 12, the 
fragment comprising eight contiguous amino acids of SEQ ID NO: 1 12; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vo33_l deposited with the ATCC under accession number PTA-1075; 

the protein being substantially free from other mammalian proteins. 

122. Anisolatedpolynucleotidecomprismganucleotidesequenceselectedfrom 

the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO: 1 13; 

(b) thenucleotidesequenceofSEQIDNO:113fromnucleotide202to 

nucleotide 429; 

(c) thenucleotidesequenceofSEQIDNO:113fromnucleotide292to 
nucleotide 429; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vq23_l deposited with the ATCC under accession number PTA-1075; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vq23_l deposited with the ATCC under accession 

number PTA-1075; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vq23_l deposited with the ATCC under accession number PTA-1075; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vq23_l deposited with the ATCC under accession number 
PTA-1075; 
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(h) anucleoddesequenceencodingaproteincomprisingtheamin 
sequence of SEQ ID NO: 1 14; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO.114, the fragment comprising eight 
contiguous amino acids of SEQ ID NO: 1 14; 

0) the nucleotide sequence of a polynucleotide that hybridizes under 

concUtionsatleastasstringenta S 4XSSCat65degreesC,or4XSSCat42degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 
(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 

C with 50% formamide, to any one of the nnlvm,H,w;,Uc. 

sr— j *>v m-xiiou uy {a)-(g), and 

that has a length that is at least 25% of the length of SEQ ID NO: 1 13. 

123. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO: 114; 

(b) a fragment of the amino acid sequence of SEQ ID NO: 1 14, the 
fragment comprising eight contiguous amino acids of SEQ ID NO: 1 14; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vq23_l deposited with the ATCC under accession number FTA-1075; 

the protein being substantially free from other mammalian proteins. 

124. Anisolatedpolynucl^ 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO: 1 15; 

(b) the nucleotide sequence of SEQ ID NO: 1 15 from nucleotide 37 to 
nucleotide 1113; 

(c) the nucleotide sequence of SEQ ID NO: 1 1 5 from nucleotide 88 to 
nucleotide 1113; 

(d) thenucleotidesequenceofmefoll-lengthprotemcochngsequence 
of clone vq24_l deposited with the ATCC under accession number FTA-1075; 
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(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vq24_l deposited with the ATCC under accession 

number PTA-1075; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vq24_l deposited with the ATCC under accession number PTA-1075; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vq24_l deposited with the ATCC under accession number 
PTA-1075; 

(h) anucleotidesequenceencodingaprotemcomprismgmeaininoacid 

sequence of SEQ ID NO:l 16; 

(i) anucleotide sequence encoding a protein comprising a fragment of 

the amino acid sequence of SEQ ID NO:ll6, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:l 16; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditionsatleastasstrmgentas4XSSCat65degreesC,or4XSSCat42degrees 

C with 50% formamide, to any one of the polynucleotides specifiedby (a)-(g); and 
(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditionsatleastasstringentas4XSSCat50degreesC,or6XSSCat40degrees 
Cwith 50% formamide, to any oneof the polynucleotides specified by (a)-(g),and 
that has a length that is at least 25% of the length of SEQ ID NO:l 15. 

125. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:l 16; 

(b) a fragment of the amino acid sequence of SEQ ID NO: 1 16, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:l 16; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vq24_l deposited with the ATCC under accession number PTA-1075; 

the protein being substantially free from other mammalian proteins. 
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the group consisting of: 
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(a) the nucleotide sequence of SEQ ID NO: 117; 

(b) the nucleotide sequence of SEQ ID NO: 1 17 from nucleotide 40 to 
nucleotide 207; 

(c) the nucleotide sequence of SEQ ID NO: 1 17 from nucleotide 103 to 
nucleotide 207; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vq26_l deposited with the ATCC under accession number PTA-1075; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vq26_l deposited with the ATCC under accession 
number PTA-1075; 

" " v n»""'*' xiioimc piuiciu cooing sequence ot 

clone vq26_l deposited with the ATCC under accession number PTA-1075; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vq26_l deposited with the ATCC under accession number 
PTA-1075; 

(h) a nucleotide sequence encoding a protein comprising the amino acid 
sequence of SEQ ID NO:l 18; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO: 11 8, the fragment comprising eight 
contiguous amino acids of SEQ ID NO: 118; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g), and 
that has a length that is at least 25% of the length of SEQ ID NO: 1 1 7. 

A protein comprising an amino acid sequence selected from the group 
(a) the amino acid sequence of SEQ ID NO: 118; 



127. 
consisting of: 
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(b) a fragment of the amino acid sequence of SEQ ID NO: 1 18, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:l 18; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vq26_l deposited with the ATCC under accession number PTA-1075; 

the protein being substantially free from other mammalian proteins. 
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